

























































































































































































































































































































































































































































































































































































































































































































































































































































  Axis 1  Axis 2  Axis 3  Axis 4  Axis 5 
Variance Explained  23.1  9.15  9.08  7.84  6.83 
Eigenvalue  3.23  1.28  1.27  1.1  0.96 
SLA  0.29  ‐0.30  0.05  0.07  0.06 
Plant height  0.27  0.49  0.09  0.19  0.25 
Radial growth rate  0.30  ‐0.04  0.07  0.1  ‐0.07 
Flowering onset  ‐0.29  0.36  0.33  0.05  ‐0.06 
Flowering duration  0.31  ‐0.32  ‐0.24  ‐0.27  0.25 
Clonal spread  0.28  0.18  0.26  ‐0.19  ‐0.40 
Clonal index  0.26  ‐0.07  0.38  ‐0.19  ‐0.46 
Clonal cyclicity  ‐0.25  0.1  0.22  ‐0.37  0.08 
Seed mass  0.16  0.34  ‐0.4  0.5  ‐0.2 
Seed # /ramet  0.24  0.34  0.27  ‐0.17  0.51 
Soil seed bank longevity  0.33  ‐0.04  0.08  ‐0.01  0.11 
Tmin  ‐0.18  ‐0.23  0.33  0.41  ‐0.15 
To  ‐0.05  ‐0.3  0.43  0.43  0.37 
Tmax  0.37  ‐0.04  0.13  0.18  ‐0.12 
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Figure	1:	Trait	space	of	the	functional	species	pool	of	European	temperate	grasslands.	701	
Sample	scores	representing	645	plant	species	in	a	Principal	Component	Analysis	(PCA)	based	on	702	
numerical	plant	traits	and	a	correlation	matrix.	Each	point	represents	a	species,	arrows	represent	703	
the	visualisation	of	the	contributing	variables	(See	Table	2	for	trait	abbreviations).	Grey	704	
arrows/labels	represent	non‐regeneration	traits	and	black	arrows/labels	regeneration	traits.	The	705	
five	species	that	contribute	the	most	variation	to	each	axis	are	labelled	in	blue	and	detailed	in	Table	706	
S3.	Percentages	for	the	three	main	axes	represent	the	explained	variance.	707	
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708	
Figure	2:	Trait	space	of	habitat	specialists	grouped	in	five	grassland	types	and	709	
generalists.	Sample	scores	representing	645	plant	species	in	a	Principal	Component	710	
Analysis	(PCA)	for	axis	1	&	2	based	on	numerical	plant	traits	and	a	correlation	matrix.	Each	711	
point	represents	a	species,	and	each	line	shows	its	distance	from	the	centre	point	of	the	712	
data	for	each	species	group.	a)	Colored	ellipses	representing	species	belonging	to	each	713	
specialist	group	are	separated	by	facets,	detailed	in	the	key;	b)	pooled	specialists	vs.	714	
generalists	(See	Table	1	for	grassland	type	abbreviations).	Degrees	of	freedom=5.	715	
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716	
Figure	3:	Non‐regeneration	traits	across	habitats.	a)	SLA,	b)	plant	height,	c)	annual	717	
radial	growth	rate,	d)	flowering	onset,	e)	flowering	duration.	RDI	plots	(Raw	data,	718	
Descriptive	and	Inference	statistics)	show	jittered	points	of	raw	data,	centre	bars	indicate	719	
the	mean	of	the	data,	beans	outline	the	smoothed	density	of	the	data,	whiskers	mark	the	720	
10%	and	90%	quartiles	of	the	data,	and	inference	bands	show	the	Bayesian	95%	High	721	
Density	Interval	inferential	statistics	for	each	group.	Numbers	at	the	top	of	each	group	722	
indicates	the	number	of	data	points	for	each	trait,	and	letters	show	statistical	differences	723	
between	groups.	724	
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Figure	4:	Regeneration	traits	across	habitats.	a)	clonal	lateral	spread,	b)	clonal	index	726	
(number	of	offspring	+	spread)	and	c)	clonal	shoot	cyclicity,	d)	dry	seed	mass,	e)	seed	727	
number	per	ramet/plant,	f)	soil	seed	bank	longevity,	and	seed	germination	traits	g)	728	
minimum	germination	temperature,	h)	optimal	germination	temperature	and	i)	maximum	729	
germination	temperature.	RDI	plots	as	in	Fig.3.	730	
